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Figure S1. Melt-curve analysis of the selected AACDPK genes and AhActin for qRT-PCR analysis.
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Figure S2. Chromosomal distribution of the CDPK genes in A.duranensis.
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Figure S3. Chromosomal distribution of the CDPK genes in A.ipaensis.
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Figure S4. Prediction of transmembrane structure of AhCDPKs.




AhCDPK1
AhCDPK2
AhCDPK3
AhCDPK4
AhRCDPKS
AhCDPK6
ANCDPK7
ANCDPK8
AhCDPK9

AhCDPK10 -

ARCDPK11
ANCDPK12
AhCDPK13
ANCDPK14
AhNCDPK15
AhCDPK16
AhCDPK17
AhCDPK18
AhCDPK19
AhCDPK20
AhCDPK21
AhCDPK22
AhCDPK23
AhCDPK24
AhCDPK25
AhCDPK26
AhCDPK27
ANCDPK28
AhCDPK29
AhCDPK30
AhCDPK31
ANCDPK32
AhCDPK33
ANCDPK34
AhCDPK35
AhCDPK36
AhCDPK37
AhCDPK38
ANCDPK39
AhCDPK40
ANCDPK41
AhCDPK42

ANCDPKA43 -

AhCDPK44
AhCDPK45

T ERE

Liman T

| as-1

7777 CGTCA-motif
[ TGACG-motif
[ P-box

7 ABRE3a

ABRE4

ABRE
[ TCA-element

3

TCA
7 TGA-element

5'

0 200 400 600 800 1000 1200 1400 1600 1800 2000
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Figure S7. The positional distribution of biotic stress cis-regulatory elements on promoters is shown as vertical bars
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Figure S10. Multiple sequence alignment of conserved domain of AhCDPK proteins. PKD, JD and CaMLD were

indicated by black horizontal line.



